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DETAILED ACTION 

Election/Restrictions 

Applicant's election with traverse of Group EH, claims 1-2 and 10-13, drawn to an 
isolated nucleic acid comprising a sequence, wherein said isolated nucleic acid is a promoter, 
classified in class 536, subclass 24. 1, for example, and SEQ ID NO: 90, in the reply filed on 
February 13, 2006 is acknowledged. 

The traversal is on the ground(s) that the complete examination of the application would 
be handled most expeditiously by treating all of the pending claims as a single entity, as a search 
and examination of the entire application would not cause a serious burden. Applicants submit 
that restriction to a single nucleotide sequence is improper, and furthermore submit that no 
serious burden would result by the search and examination of all disclosed nucleotide sequences, 
as all sequences are members of the same class of gene regulatory elements, specifically, 
elements regulating male reproductive tissue genes identified from Zea mays (reply page 3). 

This is not found persuasive because the claimed sequences were obtained from different 
genes and have different primary nucleotide sequences that must be separately searched. A 
search of more than one distinct nucleotide sequence on the merits in the instant application 
would place an undue burden on the office. 

The traversal is also on the ground(s) that the restriction requirement is inappropriate. 
Applicants contend that, at least, I-III should be examined simultaneously, because the elected 
sequence exhibits promoter structure and function whether or not it also comprises other 
promoter sequences (i.e., a hybrid promoter). Furthermore, Applicants also traverse the 
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requirement for an election for the hybrid promoter to comprise only one of either a rice actin 
promoter or a minimal CaMV promoter, as in either case the hybrid promoter also comprises the 
original disclosed promoter sequence, (reply page 4) 

This is not found persuasive because Groups I and II require searches directed to hybrid 
promoters, in addition to a search of the elected sequence. This is also not found persuasive 
because a search for a rice actin promoter is a separate search from a search for a minimal CaMV 
promoter. 

With respect to the assertion that I and II-IV and VII-VIII are distinct, Applicants 
traverse because the structure of a hybrid promoter comprising the disclosed promoter sequence 
and further comprising another promoter, i.e. CaMV minimal promoter or rice actin promoter, 
maintains the same double helix molecular structure in situ, as well as promoter function, that 
said disclosed promoter sequence exhibits alone. Moreover, a search for Claims 14 and 15 (IV), 
which encompass cells and plants comprising a sequence, would also include a search of the 
sequence of Claim 1 (III). Accordingly, Applicants maintain that examination of at least I-III and 
preferably I-IV together would pose no undue burden, (reply pages 4-5) 

This is not found persuasive because a search of nucleotide sequences is not based on 
double helix molecular structure in situ, as all nucleotide sequences maintain the same double 
helix molecular structure in situ and therefore cannot be distinguished from each other on the 
basis of this characteristic. This is also not found persuasive because a search of promoter 
nucleotide sequences is not based on promoter function, as all promoter nucleotide sequences 
exhibit promoter function and therefore cannot be distinguished from each other on the basis of 
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this characteristic. This is additionally not found persuasive because while the search of Groups 
EH and IV may be coextensive with respect to a specific nucleotide sequence, Group IV requires 
an additional search directed to cells and plants, which search is not required for the invention of 
Group IU. 

t 

Applicants also traverse the Examiner's claim in the instant Restriction Requirement that: 
the isolated nucleic acid of Invention I is classified differently from, and differs in structure and 
function and use from, the cell and transgenic plant of Invention IV, as the claims of Group IV 
are drawn to the identical sequences, and functions of said sequences, of Group I (reply page 5). 

This is not found persuasive because the claims of Group IV (claims 14-15) are not 
directed to sequences. The claims of Group IV are drawn to a cell comprising a DNA construct 
(claim 14), and a transgenic plant comprising a DNA construct (claim 15). 

Applicants additionally request clarification of the elements of VIII, which references 
solely Claim 24, as Claims 25-27 are dependent on Claim 24 (reply page 5). 

Claims 25-27 were inadvertently left out of the groupings of claims. Claims 25-27 are 
properly grouped with claim 24 in Group VIII. 

Applicants further traverse the Examiner's assertion that the isolated nucleic acid of 
Invention I is not used in the methods of Inventions VII- VIII, on the grounds that the nucleic 
acids of I are indeed used in the method of VII as they comprise the identical nucleic acid 
sequences, and furthermore are indeed produced by the methods of VIII (reply page 5). 
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This is not found persuasive because the nucleic acids of I are not used in the method of 
VII. The method of VII uses a DNA construct comprising a promoter comprising (i) a nucleic 
acid sequence from the group consisting of SEQ ED NOS:79-98 or a fragment, region, or cis 
element thereof, and, operably linked to the promoter, (ii) a transcribable DNA sequence and (iii) 
a 3' non-translated region, whereas the nucleic acid of I is an isolated nucleic acid comprising a 
sequence from the group consisting of SEQ ID NOS:79-98 or a fragment, region, or cis element 
thereof, wherein said isolated nucleic acid is a hybrid promoter and wherein said isolated nucleic 
acid further comprises a minimal CaMV promoter. 

This is also not found persuasive because the nucleic acids of I are not produced by the 
method of VIII. The method of VIII produces 5' flanking and regulatory sequences of 
unspecified structure from a genomic library prepared from an unspecified target plant using 
primers specific for an unidentified gene that were designed from EST sequences of unspecified 
structure remaining after subtraction, whereas the nucleic acid of I is an isolated nucleic acid 
comprising a sequence from the group consisting of SEQ ID NOS:79-98 or a fragment, region, 
or cis element thereof, wherein said isolated nucleic acid is a hybrid promoter and wherein said 
isolated nucleic acid further comprises a minimal CaMV promoter. 

Applicants also respectfully traverse the examiner's assertion that III and V-VI are 
related as product and process of use, since the isolated nucleic acid of Invention I can be used in 
a materially different process of using that product, such as a Southern hybridization method, as 
the nucleic acid sequence of I is disclosed as being a promoter sequence (reply pages 5-6) 
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This is not found persuasive because it is well known in the art that any nucleic acid 
molecule, including a nucleic acid molecule that is a promoter sequence, has the inherent ability 
to be used in a hybridization method- 
Applicants additionally respectfully traverse the Examiner's assertion that Invention II 
and inventions III-IV and VII- VIII are distinct inventions, as the elements of IV (Claims 14-15), 
claim a cell or plant comprising the exact nucleic acid sequences disclosed in II; therefore 
Applicants maintain that said isolated nucleic acid of II is the same as that in IV, and thus does 
not constitute a separate invention, (reply page 6) 

This is not found persuasive because the claims of Group IV (claims 14-15) are not 
directed to nucleic acids. The claims of Group IV are drawn to a cell and a transgenic plant 
comprising a DNA construct, classified in class 435, subclass 252.3 and class 800, subclass 298 
respectively, whereas the claims of Group II are directed to an isolated nucleic acid, classified in 
class 536, subclass 24.1 . Cells and plants, whether or not they are transgenic, are different 
compositions from isolated nucleic acids. 

Applicants further traverse the Examiner's assertion that Invention II is classified 
differently from, and not used in or produced by, the methods of inventions VII-VIII, as the 
nucleic acids of II are indeed used in the method of VII as they comprise the identical nucleic 
acid sequences, and furthermore are indeed produced by the methods of VIII (reply page 6). 

This is not found persuasive because the nucleic acids of II are not used in the method of 
VII. The method of VII uses a DNA construct comprising a promoter comprising (i) a nucleic 
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acid sequence from the group consisting of SEQ ID NOS:79-98 or a fragment, region, or cis 
element thereof, and, operably linked to the promoter, (ii) a transcribable DNA sequence and (iii) 
a 3' non-translated region, whereas the nucleic acid of II is an isolated nucleic acid comprising a 
sequence from the group consisting of SEQ ID NOS: 79-98 or a fragment, region, or cis element 
thereof, wherein said isolated nucleic acid is a hybrid promoter and wherein said isolated nucleic 
acid further comprises a minimal rice actin promoter. 

This is also not found persuasive because the nucleic acids of II are not produced by the 
method of VIII. The method of VIII produces 5' flanking and regulatory sequences of 
unspecified structure from a genomic library prepared from an unspecified target plant using 
primers specific for an unidentified gene that were designed from EST sequences of unspecified 
structure remaining after subtraction, whereas the nucleic acid of II is an isolated nucleic acid 
comprising a sequence from the group consisting of SEQ ID NOS: 79-98 or a fragment, region, 
or cis element thereof, wherein said isolated nucleic acid is a hybrid promoter and wherein said 
isolated nucleic acid further comprises a minimal rice actin promoter. 

Applicants also respectfully traverse the Examiner's assertion that II and V-VI are related 
as product and process of use since the isolated nucleic acid of Invention II can be used in a 
materially different process of using that product, such as a Southern hybridization method, as 
the nucleic acid sequence of II is disclosed as being a promoter sequence (reply pages 6-7) 

This is not found persuasive because it is well known in the art that any nucleic acid 
molecule, including a nucleic acid molecule that is a promoter sequence, has the inherent ability 
to be used in a hybridization method. 
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Applicants additionally respectfully traverse the Examiner's assertion that HI and VI and 
Vn-Vm are distinct inventions, as the elements of IV (Claims 14-15), claim a cell or plant 
comprising the exact nucleic acid sequences disclosed in HI; therefore, Applicants maintain that 
said isolated nucleic acid of III is the same as that in IV, and thus does not constitute a separate 
invention, (reply page 7) 

This is not found persuasive because the claims of Group IV (claims 14-15) are not 
directed to nucleic acids. The claims of Group IV are drawn to a cell and a transgenic plant 
comprising a DNA construct, classified in class 435, subclass 252.3 and class 800, subclass 298 
respectively, whereas the claims of Group III are directed to an isolated nucleic acid, classified in 
class 536, subclass 24. 1. Cells and plants, whether or not they are transgenic, are different 
compositions from isolated nucleic acids. 

Applicants further traverse the Examiner's assertion that the isolated nucleic acid of 
Invention III is classified differently from, and is not used in or produced by, the methods of 
Inventions VII- VIII, as the nucleic acids of III are indeed used in the method of VII as they 
comprise the identical nucleic acid sequences, and furthermore are indeed produced by the 
methods of VIII (reply page 7). 

This is not found persuasive because the nucleic acids of III are not used in the method of 
VII. The method of VII uses a DNA construct comprising a promoter comprising (i) a nucleic 
acid sequence from the group consisting of SEQ ID NOS: 79-98 or a fragment, region, or cis 
element thereof, and, operably linked to the promoter, (ii) a transcribable DNA sequence and (iii) 
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a 3' non-translated region, whereas the nucleic acid of HI is an isolated nucleic acid comprising a 
sequence from the group consisting of SEQ ID NOS:79-98 or a fragment, region, or cis element 
thereof. 

This is also not found persuasive because the nucleic acids of III are not produced by the 
method of VIII. The method of VIE produces 5' flanking and regulatory sequences of 
unspecified structure from a genomic library prepared from an unspecified target plant using 
primers specific for an unidentified gene that were designed from EST sequences of unspecified 
structure remaining after subtraction, whereas the nucleic acid of III is an isolated nucleic acid 
comprising a sequence from the group consisting of SEQ ID NOS: 79-98 or a fragment, region, 
or cis element thereof. 

Applicants also respectfully traverse the Examiner's assertion that III and V-VI are 
related as product and process of use since the isolated nucleic acid of Invention EI can be used 
in a materially different process of using that product, such as a Southern hybridization method, 
as the nucleic acid sequence of II is disclosed as being a promoter sequence (reply page 8). 

This is not found persuasive because it is well known in the art that any nucleic acid 
molecule, including a nucleic acid molecule that is a promoter sequence, has the inherent ability 
to be used in a hybridization method. 

Applicants additionally respectfully traverse the Examiner's assertion that IV and V-VI 
and VIII are distinct inventions, as the cells and plants disclosed in IV (Claims 14 and 15), and 
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the methods disclosed in V-VI and Vm (Claims 16-22, 24) are interdependent in that they all 
comprise the same nucleic acid sequence which has the identical function (reply page 8). 

This is not found persuasive because the cell and plant of invention IV are classified 
differently from, and are not used in or produced by, the methods of inventions V-VI and VIII. 
The presence of shared common element is not in itself indicative of a lack of distinctness. 

Applicants further respectfully traverse the Examinees assertion that VII and IV are 
related as process of making and product made since the transgenic plant can be made by another 
and materially different process, such as by transgenic breeding, as Applicants respectfully 
maintain that a cell (Claim 14) or a plant (Claim 15) comprising a DNA construct of IV may, by 
definition, only be produced by a transformation method as described in VIII (Claim 23). In this 
regard Applicant directs the Examiner to page 10 of the specification, (reply page 9) 

This is not found persuasive because the method described in VIII (Claim 23) is not 
limited to making transgenic plants that cannot reproduce sexually. This is also not found 
persuasive because page 10 of the specification explicitly states that a transgenic organism also 
includes progeny produced from a breeding program employing a transgenic plant in a cross, 
which progeny are not produced by a transformation method as described in VIII. 

Applicants also respectfully traverse the Examiner's assertion that V and VI- VIII are 
distinct inventions, as the methods of V (Claims 16-21) utilize the identical materials as the 
methods of VI and VII (the same nucleic acid sequences). Moreover, Applicants maintain that 
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the materials (nucleic acid sequences) utilized in V, VI and VII are produced by the method 
disclosed in VIE (Claim 24). (reply pages 9-10) 

This is not found persuasive because the method of V (Claims 16-21) does not utilize the 
identical materials as the methods of VI and VII. This is also not found persuasive because the 
materials utilized in V, VI and VII are not produced by the method disclosed in VIII (Claim 24). 

VI requires the step of operably linking a minimal promoter to the nucleic acid sequences 
selected from the group consisting of SEQ ID NOS:79-98 or fragment, region, or cis element 
thereof, which step and minimal promoter are not required to practice the methods of V and VII. 

VII requires the step of introducing into a cell of a plant a DNA construct comprising a promoter 
comprising (i) a nucleic acid sequence from the group consisting of SEQ ID NOS: 79-98 or a 
fragment, region, or cis element thereof, and, operably linked to the promoter, (ii) a transcribable 
DNA sequence and (iii) a 3' non-translated region, which step and DNA construct are not 
required to practice the methods of V and VI. The method of VIII produces 5' flanking and 
regulatory sequences of unspecified structure from a genomic library prepared from an 
unspecified target plant using primers specific for an unidentified gene that were designed from 
EST sequences of unspecified structure remaining after subtraction, which 5' flanking and 
regulatory sequences are not utilized in V, VI and VII. 

Applicants additionally respectfully traverse the Examiner's assertion that VI and VII- 

VIII are distinct Inventions, as the methods of VI (Claims 16 and 22) utilize the identical 
materials as the methods of VII and VIII (the same nucleic acid sequences). Moreover, 
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Applicants maintain that the materials (nucleic acid sequences) utilized in VI and VII are 
produced by the method disclosed in VIII (Claim 24). (reply page 10) 

This is not found persuasive because the method of VI (Claims 16 and 22) does not 
utilize the identical materials as the methods of VII and VUL This is also not found persuasive 
because the materials utilized in VI and VII are not produced by the method disclosed in VIE 
(Claim 24). VI requires the step of operably linking a minimal promoter to the nucleic acid 
sequences selected from the group consisting of SEQ ID N05:79-98 or fragment, region, or cis 
element thereof, which step and minimal promoter are not required to practice the methods VII 
and VIII. VII requires the step of introducing into a cell of a plant a DNA construct comprising a 
promoter comprising (i) a nucleic acid sequence from the group consisting of SEQ ID NOS:79- 
98 or a fragment, region, or cis element thereof, and, operably linked to the promoter, (ii) a 
transcribable DNA sequence and (iii) a 3' non- translated region, whereas the nucleic acid of II is 
an isolated nucleic acid comprising a sequence from the group consisting of SEQ ID NOS:79-98 
or a fragment, region, or cis element thereof, which step and DNA construct are not required to 
practice the methods of VI and VIII. The method of VIII produces 5' flanking and regulatory 
sequences of unspecified structure from a genomic library prepared from an unspecified target 
plant using primers specific for an unidentified gene that were designed from EST sequences of 
unspecified structure remaining after subtraction, which 5' flanking and regulatory sequences are 
not utilized in VI and VII. 
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Applicants further respectfully traverse the Examinees assertion that VII and VDI are 
distinct inventions, as the materials (nucleic acid sequences) utilized in VII are produced by the 
method disclosed in Vm (Claim 24). (reply page 10) 

This is not found persuasive because the method of VIQ produces 5' flanking and 
regulatory sequences of unspecified structure from a genomic library prepared from an 
unspecified target plant using primers specific for an unidentified gene that were designed from 
EST sequences of unspecified structure remaining after subtraction, which 5' flanking and 
regulatory sequences are not utilized in VII. 

Claims 3-9 and 14-27, and SEQ ID NOS: 79-89 and 91-98 are withdrawn from 
consideration as being directed to nonelected inventions. 

The requirement is still deemed proper and is therefore made FINAL. 

Claim Objections 

Claims 1 and 10 are objected to because of the following informalities: the claims are 
directed in part to nonelected sequences. Appropriate correction is required. 

Claim Rejections - 35 USC § 112 
The following is a quotation of the first paragraph of 35 U.S.C. 1 12: 

The specification shall contain a written description of the invention, and of the manner and process of making 
and using it, in such full, clear, concise, and exact terms as to enable any person skilled in the art to which it 
pertains, or with which it is most nearly connected, to make and use the same and shall set forth the best mode 
contemplated by the inventor of carrying out his invention. 
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Claims 1-2 and 10-13 are rejected under 35 U.S.C. 1 12, first paragraph, because the 
specification, while being enabling for an isolated nucleic acid comprising SEQ ID NO:90, does 
not reasonably provide enablement for other isolated nucleic acids that are fragments, regions or 
cis elements thereof The specification does not enable any person skilled in the art to which it 
pertains, or with which it is most nearly connected, to make and/or use the invention 
commensurate in scope with these claims. 

The claims are drawn to an isolated nucleic acid comprising a sequence of SEQ ID 
NO:90, or a fragment, region, or cis element of said sequence thereof, said isolated nucleic acid 
being capable of regulating transcription of an operably linked DNA sequence, including a 
promoter sequence that confers expression of operably linked genes in male reproductive tissues. 

The specification discloses SEQ ID NO:90 as a promoter sequence isolated from Zea 
mays that exhibits a high level of promoter activity in a wheat reproductive tissue transient assay 
when operably linked to the hsp70 intron and a GUS reporter gene, and confers anther specific 
expression of operably linked reporter genes in Arabidopsis thaliana and wheat (pages 8, 42, 71, 
74, 79 and 81). 

The full scope of the claimed invention is not enabled because it is unpredictable what 
function, if any, would be exhibited by nucleic acids that are fragments, regions or cis elements 
of SEQ ID NO: 90, because promoter function may be positively or negatively affected by the 
presence of specific nucleotides and nucleotide sequence motifs in the nucleic acid, which 
nucleotides and motifs may or may not be present in nucleic acids that are fragments, regions or 
cis elements of SEQ ID NO: 90. 
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See, for example, Kim Y. et al. (A 20 nucleotide upstream element is essential for the 
nopaline synthase (nos) promoter activity. Plant Mol Biol. 1994 Jan;24(l):105-17), who teach 
that various point mutations in the nos promoter can alter the level of promoter activity in 
tobacco. Mutation of one or more key nucleotides in either of two hexamer motifs or in the 
octamer spacer region between them significantly altered the level of nos promoter activity 
(Table 2, page 109). A single point mutation in the sixth nucleotide of the hexamer motif resulted 
in a four to ten fold decrease in promoter activity, whereas a double point mutation in the fourth 
and fifth nucleotide of the hexamer motif resulted in a two-fold increase in promoter activity. 
Two independent triple point mutations in the third, fourth and fifth, and sixth, seventh and 
eighth nucleotides of the octamer spacer region eliminated detectable promoter activity. 

See also, for example, Eyal Y. et al. (Pollen specificity elements reside in 30 bp of the 
proximal promoters of two pollen-expressed genes. Plant Cell. 1995 Mar;7(3):373-84), who 
teach that high levels of expression and pollen specificity are maintained in the proximal regions 
(-115 bp and -100 bp) of the late anther tomato LAT52 and LAT59 genes (page 373 column 2). 
Eyal et al. also teach that while sequence comparisons of the LAT52 and LAT59 promoters with 
other pollen-specific gene promoters by McCormick yielded no common conserved regions, 
conserved sequences (the 56/59 box) at the 5' end of the proximal promoter regions of LAT52 
and LAT59 were shared with a single additional pollen-specific gene, LAT56, which conserved 
sequences were also found to be redundant farther upstream in the LAT52 promoter (page 373 
column 2). Eyal et al. additionally teach that functional analysis of LS constructs in transient 
expression assays in pollen showed that different types of linker substitutions made in the 
proximal promoter regions of LAT52 and LAT59 increased, decreased, or did not affect, the 
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level of expression of an operably linked reporter gene (page 374 column 2 first full paragraph; 
page 375 Figure 1). 

In the instant case Applicant has not provided guidance with respect to the identity and 
location of key nucleotides and regulatory regions that affect the promoter function of SEQ ID 
NO: 90, and what their specific effects are. Absent such guidance it would require undue 
experimentation for one skilled in the art to use nucleic acids that are fragments, regions or cis 
elements of SEQ ID NO: 90, as one skilled in the art would have to test each fragment, region 
and element for promoter function and/or modify each sequence in order to determine under 
which conditions, if any, each sequence will function as a promoter in plant cells, or in the male 
reproductive tissues of a plant. Such a trial and error approach to practicing the claimed 
invention would constitute undue experimentation. 

The following is a quotation of the second paragraph of 35 U.S.C. 1 12: 

The specification shall conclude with one or more claims particularly pointing out and distinctly claiming the 
subject matter which the applicant regards as his invention. 

Claim 1 is rejected under 35 U.S.C. 1 12, second paragraph, as being indefinite for failing 
to particularly point out and distinctly claim the subject matter which applicant regards as the 
invention. Claim 1 is indefinite in the recitation of "being capable of, as it is unclear whether 
the claim in fact requires that the isolated nucleic acid regulate transcription. 

Claim Rejections - 35 USC § 102/103 
The following is a quotation of the appropriate paragraphs of 35 U.S.C. 102 that form the 
basis for the rejections under this section made in this Office action: 
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A person shall be entitled to a patent unless - 

(b) the invention was patented or described in a printed publication in this or a foreign country or in public use or on 
sale in this country, more than one year prior to the date of application for patent in the United States. 

The following is a quotation of 35 U.S.C. 103(a) which forms the basis for all 
obviousness rejections set forth in this Office action: 

(a) A patent may not be obtained though the invention is not identically disclosed or described as set forth in 
section 102 of this title, if the differences between the subject matter sought to be patented and the prior art are 
such that the subject matter as a whole would have been obvious at the time the invention was made to a person 
having ordinary skill in the art to which said subject matter pertains. Patentability shall not be negatived by the 
manner in which the invention was made. 

Claims 1-2 and 10-13 are rejected under 35 U.S.C. 102(b) as anticipated by or, in the 
alternative, under 35 U.S.C. 103(a) as obvious over Tacke E. et al. (GenBank Accession No. 
X88779, Z.mays Glossy2 locus DNA, 09-MAY-1996). 

The claims are drawn to an isolated nucleic acid comprising a sequence of SEQ ID 
NO:90, or a fragment, region, or cis element of said sequence thereof, said isolated nucleic acid 
being capable of regulating transcription of an operably linked DNA sequence, including a 
promoter sequence that confers expression of operably linked genes in male reproductive tissues. 

Tacke E. et al. teach an isolated nucleic acid comprising a fragment, region, or cis 
element of SEQ ID NO:90. While Tacke E. et al. are silent with respect to whether their isolated 
nucleic acid is capable of regulating transcription of an operably linked DNA sequence or 
conferring expression of operably linked genes in male reproductive tissues, the isolated nucleic 
acid taught by Tacke E. et al. is presumed to have the functions recited in the rejected claims, as 
the isolated nucleic acid taught by Tacke E. et al. meets all of the structural limitations recited in 
the rejected claims, and as the function of an isolated nucleic acid that is a promoter is effected 
by its structural elements. 
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Claims 1-2 and 10-13 are rejected under 35 U.S.C. 102(b) as anticipated by or, in the 
alternative, under 35 U.S.C. 103(a) as obvious over Ainley M. et al. (Geneseq Accession Nos. 
AAV6371 and, AAV63730, 12-APR-1999 from W09856921-A1, published 17-DEC-1998). 

The claims are drawn to an isolated nucleic acid comprising a sequence of SEQ ID 
NO:9Q, or a fragment, region, or cis element of said sequence thereof, said isolated nucleic acid 
being capable of regulating transcription of an operably linked DNA sequence, including a 
promoter sequence that confers expression of operably linked genes in male reproductive tissues. 

Ainley M. et al. teach an isolated nucleic acid comprising a fragment, region, or cis 
element of SEQ ID NO:90. While Ainley M. et al. are silent with respect to whether their 
isolated nucleic acid is capable of regulating transcription of an operably linked DNA sequence 
or conferring expression of operably linked genes in male reproductive tissues, the isolated 
nucleic acid taught by Ainley M. et al. is presumed to have the functions recited in the rejected 
claims, as the isolated nucleic acid taught by Ainley M. et al. meets all of the structural 
limitations recited in the rejected claims, and as the function of an isolated nucleic acid that is a 
promoter is effected by its structural elements. 

See MPEP 21 12 EI: "Where applicant claims a composition in terms of a function, 
property or characteristic and the composition of the prior art is the same as that of the claim but 
the function is not explicitly disclosed by the reference, the examiner may make a rejection under 
both 35 U.S.C. 102 and 103, expressed as a 102/103 rejection. "There is nothing inconsistent in 
concurrent rejections for obviousness under 35 U.S.C. 103 and for anticipation under 35 U.S.C. 
102." In re Best, 562 R2d 1252, 1255 n.4, 195 USPQ 430, 433 n.4 (CCPA1977)." 
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See also MPEP 21 12.01 I: "Where the claimed and prior art products are identical or 
substantially identical in structure or composition, or are produced by identical or substantially 
identical processes, a prima facie case of either anticipation or obviousness has been established. 
In re Best, 562 F.2d 1252, 1255, 195 USPQ 430, 433 (CCPA 1977). "When the PTO shows a 
sound basis for believing that the products of the applicant and the prior art are the same, the 
applicant has the burden of showing that they are not." In re Spada, 911 F.2d 705, 709, 15 
USPQ2d 1655, 1658 (Fed. Cir. 1990)." 

Since the Patent Office does not have the facilities to examine and compare the isolated 
nucleic acid of Applicant with that of Tacke E. et al. or Ainley M. et al., the burden of proof is 
upon the Applicant to show an unobvious distinction between the claimed plant and the plant of 
the prior art. 

Remarks 

Any inquiry concerning this communication or earlier communications from the 
examiner should be directed to Cynthia Collins whose telephone number is (571) 272-0794. The 
examiner can normally be reached on Monday-Friday 8:45 AM -5:15 PM. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor, Anne Marie Grunberg can be reached on (571) 272-0975. The fax phone number for 
the organization where this application or proceeding is assigned is 571-273-8300. 
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Information regarding the status of an application may be obtained from the Patent 
Application Information Retrieval (PAIR) system. Status information for published applications 
may be obtained from either Private PAIR or Public PAIR. Status information for unpublished 
applications is available through Private PAIR only. For more information about the PAIR 
system, see http://pair-direct.uspto.gov. Should you have questions on access to the Private PAIR 
system, contact the Electronic Business Center (EBC) at 866-217-9197 (toll-free). 



Cynthia Collins 
Primary Examiner 
Art Unit 1638 
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